1. AAs from DNA the triplet code 
ATGGGAGGAGACGAAGTCAGCAGCTTCAAAAGATGCTAA
Using the table on the web (http://en.wikipedia.org/wiki/Amino_acid) predict the protein sequence
Check your translation with the online tool http://web.expasy.org/translate/
2. Protein prediction

Copy the CHX21 protein into a membrane prediction web site 
http://www.cbs.dtu.dk/services/TMHMM
>At2g31910-CHX21 Protein

MLLETFANLALVYNVFLLGLGLDLRMIKIKDIKPVIIAIVGLLAALLAGAGLYYLPSNGEADKILAGCMYWSIAFGCTNFPDLARILADLKLLRTDMGHTAMCAAVVTDLCTWILFIFGMAIFSKSGVRNEMLPYSLASTIAFVLLCYFVIQPGVAWIFNNTVEGGQVGDTHVWYTLAGVIICSLITEVCGVHSITGAFLFGLSIPHDHIIRKMIEEKLHDFLSGMLMPLFYIICGLRADIGYMNRTVSVGMMAVVTSASVMVKILSTMFCSIFLRIPLRDGLAIGALMNTKGTMALVILNAGRDTKALDVIMYTHLTLAFLVMSMVVQPLLAIAYKPKKKLIFYKNRTIQKHKGESELCVLTCVHVLPNVSGITNLLQLSNPTKKSPLNVFAIHLVELTGRTTASLLIMNDEAKPKANFADRVRAESDQIAEMFTALEVNNDGVMVQTITAVSPYATMDEDICLLAEDKQACFILLPYHKNMTSDGRLNEGNAVHAEINQNVMSHAPCSVGILVDRGMTTVRFESFMFQGETTKKEIAMLFLGGRDDREALAYAWRMVGQEMVQLTVVRFVPSQEALVSAGEAADEYEKDKHVDEESIYEFNFKTMNDPSVTYVEKVVKNGQETITAILELEDNNSYDLYIVGRGYQVETPVTSGLTDWNSTPDLGIIGDTLISSNFTMQASVLVVQQYSSANRQTAENNNQEPVQGKAKTDHEATPFMEDEDDEVEHQYSMRR

3.  Sequesnced genomes Arabidopsis 

http://www.ncbi.nlm.nih.gov/genome
4 Looking at proteins

http://arabidopsis.org/
>At2g31910-CHX21-CDS

ATGCTTCTTGAGACATTCGCAAACTTAGCTCTCGTTTACAACGTTTTCCTCCTCGGTCTCGGCTTGGACTTGAGGATGATAAAGATCAAAGACATCAAACCAGTGATCATAGCCATTGTTGGCCTCCTTGCGGCTTTACTTGCCGGTGCTGGCTTATACTACCTTCCCAGTAACGGAGAGGCCGACAAAATCCTAGCAGGTTGTATGTACTGGTCGATCGCATTTGGCTGTACAAATTTCCCTGATCTTGCTAGGATTCTTGCGGATCTCAAGCTCTTGCGTACGGATATGGGACATACTGCAATGTGTGCAGCCGTTGTTACTGATTTGTGCACTTGGATTCTCTTCATTTTTGGAATGGCGATTTTTTCCAAATCTGGTGTACGCAACGAAATGTTGCCATACTCATTAGCATCAACCATAGCTTTTGTCCTTCTCTGCTACTTTGTGATCCAACCTGGAGTGGCTTGGATCTTCAACAACACCGTCGAAGGAGGTCAAGTGGGAGACACTCACGTATGGTACACTCTCGCTGGAGTCATTATTTGCAGCTTAATCACCGAAGTATGTGGGGTTCACTCAATTACCGGAGCATTCTTGTTCGGTCTATCGATCCCTCATGACCACATCATTCGAAAAATGATCGAAGAGAAGCTCCACGATTTCCTCTCGGGAATGCTAATGCCTCTTTTCTACATCATCTGCGGTTTAAGAGCTGATATTGGTTACATGAACAGGACCGTGAGCGTTGGAATGATGGCGGTTGTGACTTCTGCGTCGGTTATGGTGAAGATTTTGTCAACGATGTTTTGCTCCATTTTCTTGCGTATACCTTTGCGTGATGGTTTAGCCATTGGTGCACTTATGAATACCAAGGGAACAATGGCACTAGTCATTCTCAATGCTGGACGAGACACCAAGGCATTGGACGTTATTATGTACACTCATCTGACGTTGGCGTTTCTAGTGATGTCAATGGTGGTGCAGCCACTATTAGCCATTGCTTACAAACCAAAGAAGAAGTTGATTTTCTATAAAAACCGAACCATTCAAAAACACAAAGGAGAGTCAGAGCTTTGTGTATTGACATGCGTCCATGTCCTCCCTAACGTCTCTGGCATAACCAATCTATTACAACTCTCTAACCCGACCAAGAAATCTCCTCTTAACGTTTTTGCTATCCACCTAGTCGAGCTAACGGGTCGCACCACGGCTTCGTTGCTCATTATGAACGATGAGGCCAAACCGAAAGCTAACTTTGCTGACCGAGTTAGAGCGGAATCTGACCAGATCGCTGAGATGTTCACAGCTCTCGAAGTGAACAACGACGGGGTAATGGTTCAGACCATTACCGCGGTTTCACCTTACGCAACGATGGACGAAGATATTTGTTTGTTGGCCGAGGATAAACAAGCCTGCTTCATTTTATTGCCTTACCACAAGAATATGACGTCAGACGGTCGGTTAAATGAAGGTAACGCAGTGCACGCTGAAATCAACCAAAACGTTATGAGCCACGCGCCTTGTTCGGTTGGGATTTTGGTTGACCGTGGCATGACGACTGTCCGGTTTGAATCTTTTATGTTCCAAGGCGAAACCACAAAGAAAGAAATCGCCATGCTATTCCTAGGAGGTCGAGACGACAGAGAGGCTTTGGCTTACGCTTGGAGGATGGTGGGACAAGAAATGGTTCAACTCACGGTCGTTAGATTCGTCCCAAGCCAGGAAGCTTTAGTCTCAGCCGGGGAAGCCGCGGACGAGTACGAGAAGGATAAACATGTCGATGAAGAGTCCATCTACGAGTTTAACTTCAAGACTATGAATGATCCATCAGTGACTTATGTAGAGAAAGTGGTTAAGAATGGCCAAGAAACGATCACAGCGATTTTAGAACTGGAAGATAACAATTCTTACGATCTTTACATTGTGGGAAGAGGATATCAAGTAGAAACACCTGTGACCTCAGGGTTGACAGATTGGAATAGTACTCCGGATTTAGGGATTATAGGCGATACATTAATTTCATCAAACTTCACAATGCAAGCTTCGGTTCTTGTGGTCCAACAATACTCTTCTGCTAACAGACAAACCGCAGAAAACAACAATCAAGAACCTGTCCAAGGTAAAGCCAAGACCGATCATGAGGCTACGCCTTTTATGGAAGACGAGGATGATGAAGTAGAACATCAGTACAGTATGCGCAGATGA

Finding At2g31910 

http://www.ncbi.nlm.nih.gov/genome/4
comparing genes to get gene families

http://www.ebi.ac.uk/Tools/msa/clustalw2/
